Key indicators: single-crystal synchrotron study; T = 120 K; mean (C-C) = 0.005 Å; R factor = 0.030; wR factor = 0.124; data-to-parameter ratio = 7.1.
A U-shaped conformation is found in the title compound, C 19 H 21 N 3 O 5 , with the benzene rings lying to the same side of the molecule; the dihedral angle between them is 10. 83 (16) . The dihedral angle formed between the hydrazinecarbonyl and carbamate residues is 68. 42 (13) . The carbonyl groups lie approximately at right angles to each other [O-CÁ Á ÁC-O pseudo torsion angle of 107.7 (3) ], and the conformation about the C12 N3 bond [1.279 (4) Å ] is E. An intramolecular N cb -HÁ Á ÁO hy (cb = carbmate and hy = hydroxy) hydrogen bond occurs, generating an S(6) loop. In the crystal, intermolecular O h -HÁ Á ÁO ca (ca = carbonyl) and N hz -HÁ Á ÁO ca (hz = hydrazine) hydrogen bonds lead to the formation of a supramolecular chain, two molecules thick, which propagates along the a axis; these are connected by C-HÁ Á ÁO ca contacts.
Related literature
For background to tuberculosis, see: Cole & Alzari (2007) ; Portero & Rubio (2007) . For information on the development of anti-tuberculosis agents, see: Lourenço et al. (2007a,b) ; Lourenço et al. (2008) ; Ferreira et al. (2008) ; Costa et al. (2006) ; de Souza et al. (2006a,b) ; Pinheiro et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrystalClear (Rigaku/MSC, 2008 ); cell refinement: APEX2 (Bruker, 2008); data reduction: APEX2; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 (Cole & Alzari, 2007; Portero & Rubio, 2007) . Continuing our studies on potential anti-tuberculosis agents (Lourenço et al., 2007a (Lourenço et al., , 2007b Ferreira et al., 2008; Costa et al., 2006; de Souza et al., 2006a de Souza et al., , 2006b ), including serinyl derivatives (Pinheiro et al., 2007) , we have investigated a series of serinyl derivatives, N- (2-hydroxy-1-{N'-[(1E)-(2-methoxyphenyl) methylidene]hydrazinecarbonyl}ethyl)carbamic acid esters and now report the structure of one of these,
Overall, the molecule of (I), Fig. 1 , has a U-shaped conformation with the benzene rings lying to the same side of the molecule; the dihedral angle between their least-squares planes is 10.83 (16) There are three acidic H atoms in the molecule of (I) and each of these forms a significant hydrogen bond, Table 1 .
Whereas the carbamate-N1-H atom forms an intramolecular N-H···O hydrogen bond to the hydroxyl-O3 atom, the hydroxyl-O3-H atom forms an intermolecular O-H···O interaction with the carbonyl-O4 atom, and the hydrazine-N2-H atom likewise forms an N-H···O hydrogen bond with the carbonyl-O2 atom. The intermolecular hydrogen bonds lead to the formation of a supramolecular double-chain along the a direction, Fig. 2 , with additional stability to the chain afforded by C-H···O interactions involving the carbonyl-O2 atom, Table 1 . The primary interactions between chains are of the type C-H···O and involve the carbonyl-O4 atom, Table 1 and Fig. 3 .
The compound, phenyl (1S)-2-hydrazino-1-(hydroxymethyl)-2-oxoethylcarbamate, was obtained from L-serine methyl ester hydrochloride on successive reactions with (a) PhCH 2 Cl and Et 3 N, and (b) N 2 H 4 .H 2 O. To a stirred ethanol solution (10 ml) of phenyl (1S)-2-hydrazino-1-(hydroxymethyl)-2-oxoethylcarbamate (1.0 mmol), at room temperature was added 2-methoxybenzaldehyde (1.05 mmol). The reaction mixture was stirred for 4 hours at 353 K and concentrated under reduced pressure. The residue was purified by washing with cold ethanol (3 × 10 ml), affording the title compound; yield 80%.
Solution NMR spectra revealed the presence of (E)-and (Z)-isomers, however, the colourless needles of (I) obtained from 
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-1.00 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (parent atom). The O-and N-bound H atoms were refined with the distance restraints 0.84±0.01 and 0.88±0.01 Å, respectively. In the absence of significant anomalous scattering effects, 1278 Friedel pairs were averaged in the final refinement. Figures   Fig. 1 . The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. 
Benzyl N-((S)-2-hydroxy-1-{N'-[(E)-2-methoxybenzylidene]hydrazinecarbonyl}ethyl)carbamate
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